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char i AZHEH] A random amplified polymorphic DNA (RAPDYE sk &tk B F s 2B i
PEREE RS TR DISARETE - & E RN IS - BRI 45 8 F7 B
EI3ZR » HBIAE 14422 82 CL5915 - LA 200 i OPERON 5 | F#£1T 2 BiA LU 43 i8] F7 B4
BAR < RAPD 7047 » FIFR &7 EERER TS » BreBTes - (EBITEE  SRRE - B4
BB SRR - AGRE  BRE - BREMDEGER - KERZ DNARSHE © GRE
512 SEIMERENY - $5 RS H Y 14 {8 primers A2 4: 0882 RAPD polymorphisms © it 14 i
primer 3XFJZE 4 88 il DNA 4357 - Hrb 23 HEH R SANE g7 FE% 6.3 AT
f L6 AEFRLSRN - &E5EIRFRERIRE RAPD EkER » T EREREE T
RAARERRE BT «

g BRSBTS RYMEEEE random amplified polymorphic DNA marker »  Tif#:4R heat
tolerance trait * BEAMAR quantitative trait loci ~ FEEEREENET marker-assisted selection ~ 73
BfdH molecular breeding ~ /7 tomato

FERHYE - Heat tolerance in tomato is a quantitatively inherited trait and affected by environmental
conditions. A total of 43 F7 recombinant inbred tomato lines (derived from a heat tolerant line CL 5915
crossed with a heat sensitive line 1.4422) were grown in the greenhouse at PCCU in the summer of 2002.
Four heat tolerance-related traits were scored in the study: flower number, fruit number, fruit set, fruit yield
and fruit weight. RAPD analysis was used to identify any primers associated with the flower number, fruit
number and fruit weight by bulking DNAs of skewed lines. A total of 200 random primers were screened.
Only 14 RAPD products generated by OPERON primer with DNA template from 14422, CL5955 and F7
RILs were found polymorphism between high and low fruit number, flower rate and yield. Among them, 23
bands are informative and will be used for ¥ test. Combination of the mentioned 5 traits and the
informative markers, we should be able to identify and locate the RAPD markers linked to the QTL of trait
using Mapmaker softwares.
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FBITEIRE TR S A M R A B I IHmES ERRHE - —TE, SnEEi
T, TERRB EBEY, D0 ENRTFE, HEZEHEENREEE), MERAR RS
¥, MPAER, FEY, REXN REGE, RERGER, RITRGEESFYE - 458 -
SALHIERIR S SRR - B4 T mE EARMATE &K H(heat shock protein), Z&6, fardd
3%, MR, 31, BEYSIERER r S th & BhaE 8 E (Kuo, ef 2l 1986; Fu, ef al
1998; @EZE 1988) - B, M2 EEWEEREEHELSE - AR - 6 - KENS
B - SMERE RS - SRR RA AR (Vierlin 1990) « Rick (1976 and 1988) KBR
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& o 535 BRIC99S) BB MfE SR % RERE T A IR ERARER - &7
{FEEESNERTEN S A 9 ANTRIETSE, /RS, 72 30CLLLEEERAR
(T ELSHAERRS), T HIBER 32°C BAhALSR (ycopene) MR ZIHMEEREEE - MLEH
AZEA 35000lux DL EARIS B 12~14 AN AR IE HBHTERRAS R -

T TR GEEE AR/ S B N TAs - RN e R
B OEEFR) 1E 1994 & 1997 FEE R & e T iAS R (fruit setting) B AR FH (fruit weight)
S 7E BN — B EAEIRE—E polygene FIMEIR - FI AR BRI 22 BT 5, Rk
OB RS2 5EE f1 CL 5915-153 fif v MR, CL 5915-206 T A S Fdi /<5t ARk
FE LA SR A RAPD FEi ik H S i 2 S S IR B R —
AT EREGEEE » IR BFERNAE (QTL marker-assisted selection)
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91 HEZE 5 BEI9 A » WhERHML AR S EE(UEREEREBME T
TRAC 1997 4B B A FATERE LAY 45 {8 F7 E# B 5% (recombinant inbred line, CLN1639 F7,
HRA S E N CLS915-93 »  BER KA THEAYEF 48 14422, L. Pimpinellifolium
Mill, 37 » BB R 6 TR (RIRHDRERIEEA CL5915-93 5 14422), %73
SEB RN TR 8 B G, NERERT w Hl=2:2:1- FHER TR
2~3 KE—T0K » EHIEIE - WERSRR RS ER S - EERERE 40-50 201 - BltG
VEREY ~ ST RS E R T -

KE BT B2 CRD » fF—HGLATE 3 4 TEARREH 2 31 4 8 A BiREMBHLA(E 45
SHFR(ERIEA K F7T RIL)4t 135 #k2 5 BB EERF MAYHEE -
(1) S55FEE: Pl R BB AREBREE 18 - BARREBTEBU R LT IS 2 2158 6 JEFF
IR BITERE -
Q) FHEREE SHEEVEERIAENEH -
3) FHER BRI TIIHEEES -
(4) BHERRRRBETER: 55 26 TERP < BRERE -
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IR EFEMIGBCERDNA » B0 EMERGEEER - KBS BEERE AT (Bulked
Segregant Analysis):Z Ul » SRIEREMIEASHE - HO BRIEE | BRTEEE/BRTEERY - BRE
SNSRI  REREEASERE R R/REHE - ERSERD - HRNFE 6~
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AR |E B 2 FHDNA poolF| H EE-—-BE#ES [ (Primer ) LArandom amplified polymorphic
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HRAEBR#primers 5 fERAPD marker » ks & &gt Ftiotk (ohenotype) IR H ~ BATEBEF A
i IR APD 2 S MT4E Bi(genotype) L Mapmakerf# 17 —{HEHRAPD markerfS S pil - SRR S|
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MR HEHEE
Primer ff3£E OPERON /2 B & B EME PP | B B85 |- (random primer) #GEETT PCR
(polymerase chain reaction) » Z 7% PCR E¥I¥E 1.5% agarose IBAHAE gel document 2 UV 48
THIEEHE R » B score (screen)is & RAPD polymorphism 9 data - A48 HRRET
200 {i primer 2 RAPD 4347 » Mftch kS Bies - SRR - KaREHRNS T -
BT EVEIREBAE T B H A EE e L E SR 188 - BEi
SERAL 200 18 primer $FEATRIEIATA422 ~ CL5915-93) K 43 il F7 ez RAPD 7347 » Hrf
A5 14 {# primer VISR RN - 43B1E C09 ~ D06 ~ D08 ~ D11 ~ D12 ~ K02 ~ K06 ~ K08 ~
K14 ~ K20~ X01 ~ P06 ~ P08 - S13 = ift. 14 {l primer %12 GC & BB ELE A 60%~70% [
TH9FS 63.6% © #E1T RAPD PCR B » —FL 56 88 4 DNA #5575 » Hrp 23 i S8
THE— [FEEAE 6.3 BT - A 1.6 R E SR - (RFR 1) - FHE AR5 [FHRT
il RIS 43 fH F7 B 22 %5817 RAPD 2 genotyping » HHEIKG RARHEAHEAS
UM MR (ENE 1 2 1.2 kb 3R 0.8 kb BE) » B MR FEMERE/MEAR 1/0 MEFILE
Goodness-of-fit & x 28 » MITHRBESHOHAEECHE 1 1 | 28ttt - DIAE SRR
B R EAERA R T - B EHERFAREIRYH RAPD TEIKEH] T
B T RIS R R & 26 - T B AT IELE#EST Mapmaker SRR A i)
¥ o

# 1.5 14 (8RN RAPD 3RS | 7o iRt
Primer Sequence %C Amplified band Polymorphic bands
C09 CTCACCGTCC 60
D06 ACCTGAACGG 60
D08 GTGTGCCCCA 70
D11 AGCGCCATTG 60
Di2 CACCGTATCC 60
K02 GTCTCCGCAA 60
K06 CACCTTTCCC 60
K08 GAACACTGGG 60
K14 CCCGCTACAC 70
K20 GTGTCGCGAG 70
X01 CTCACCGTCC 70
P06 GTGGGCTGAC 70
P08 ACATCGCCCA 60
S13 GTCGTTCCIG 60
Total 63. 6 88
Average
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