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Abstract

In this project, we discuss the problems
of intelligent computation methods applied

on the bioinformatics, and attempt to develop
amodel to resolve the problem. This method
utilizes the optimized classification to solve
the problem of data dimensionality which is
the key point to analyze the biological data
effectively. Based on this model, we also
propose the solution for the prediction of the
maj or histocompatibility complex
(MHC)-peptide  binding  affinity. The
simulations will be implemented to show that
the proposed model improves the
effectiveness for the prediction results.

Keywords: Intelligent Computation,
Bioinformatics, Mgjor
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